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+-----------+-----------+-------+------------+--------+------------+-----------+
| Diff_FROM |  Diff_TO  |  AUC  | Zt_wdegree |   Zt   | Zf_wdegree |    Zf     |
+===========+===========+=======+============+========+============+===========+
| GS_only   | Test_only | 0.491 | -0.629     | -0.471 | -0.7444179 | -0.784    |
|           |           |       |            |        | 065102337  |           |
|           |           |       |            |        | (invalid)  |           |
+-----------+-----------+-------+------------+--------+------------+-----------+
| Test_only | GS_only   | 0.591 | 0.560      | 2.251  | 0.111      | 0.154     |
+-----------+-----------+-------+------------+--------+------------+-----------+
| GS_only   | Overlap   | 0.995 | 3.823      | 3.430  | 4.005      | 3.419     |
+-----------+-----------+-------+------------+--------+------------+-----------+
| GS_only   | Test      | 0.500 | -0.270     | -0.004 | -0.411     | -0.285997 |
|           |           |       |            |        |            | 373230950 |
|           |           |       |            |        |            | 9         |
|           |           |       |            |        |            | (invalid) |
+-----------+-----------+-------+------------+--------+------------+-----------+
| Test_only | Overlap   | 0.496 | -0.417     | -0.121 | -0.9814103 | -1.164    |
|           |           |       |            |        | 165864687  |           |
|           |           |       |            |        | (invalid)  |           |
+-----------+-----------+-------+------------+--------+------------+-----------+
| Test_only | GS        | 0.584 | 0.58719258 | 2.042  | -0.292     | -0.070    |
|           |           |       | 75754543   |        |            |           |
|           |           |       | (invalid)  |        |            |           |
+-----------+-----------+-------+------------+--------+------------+-----------+
| Overlap   | Onlies    | 0.535 | 0.851      | 1.862  | 2.241      | 1.079     |
+-----------+-----------+-------+------------+--------+------------+-----------+

+-----------+---------+--------+-------------------------+---------------------+
|    **     | #Mapped | #Total |    Not mapped genes     |                     |
+===========+=========+========+=========================+=====================+
| GS        | 52      | 61     | YTHDF3;POM121L9P;BCRP1; | N/A                 |
|           |         |        | B3GNTL1P1;AIMP1P2;RPL31 |                     |
|           |         |        | P26;CISD1P1;APOC1P1;RPS |                     |
|           |         |        | AP22                    |                     |
+-----------+---------+--------+-------------------------+---------------------+
| Test_only | 206     | 214    | CCDC181;RPEL1;DNAH12;FA | N/A                 |
|           |         |        | M177B;LENG9;AZIN2;HEATR |                     |
|           |         |        | 9;ADGRF3                |                     |
+-----------+---------+--------+-------------------------+---------------------+
| Overlap   | 4       | 4      |                         | LDLR;LIPA;MIA3;SMG6 |
+-----------+---------+--------+-------------------------+---------------------+
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