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| Diff FROM | Diff TO | AUC | Zt_wdegree |
[} gttt

+

+

+ + + +

+

+

Zt | Zf_wdegree |

zf |

=4===

+ =

=+

=4===

| GS_only | Test_only | 0.487 | -0.598 |-0.755|0.909 | 0.572
+ + + + + + +

| Test_only | GS_only |0.536]0.486 |4.538 |0.835 |0.231
+ + + + + + +

+

| GS_only | Overlap |0.445]-1.453

I
I
I
+
I
+
+

+

+

I | I | (invalid) |1 |
I | I | | (invalid) |
+ + + + + + +
GS_only |Test |0.485]-0.556 |-0.727]0.899 |0.446
+ + + + + + +
| Test_only | Overlap |0.616|1.412 |1.140 |2.125 |2.172
+ + + + + + +
| Test_only | GS [0.537]10.729 |4.934 |0.737 |0.296
+ + + + + + +
| Overlap | Onlies |0.556]4.189 |7.101 |1.171 |1.239
+ + + + + + +
+ + + + +

**

GS

| #Mapped | #Total | Not mapped genes
[ St e += = + = = =
| 1376 | 1503 | SMIM10L2A;VAC14-AS1;M | N/A

| -0.505 | -0.1487246 | -0.483022 |
| 0297281748 | 661146894 |

| AP4K3-DT;RASA4CP;HSD1 |

| 7B1P1;SEPT7P2;RPSAPG9 |

| ;ATP5PD;C30rf80;NUPS50 |

| -DT;BBOF1;RAB29;MIGA1 |

| ;B3GLCT;GRAMD2B;PAXIP |

| 1-AS2;C200rf203;ERFE; |

| CFAP74;NORAD;COLGALT1 |
| ;CEP83;PCNX2;SELENOP; |

| DCAF1;TMEM147-AS1;i»¢ NP |

| NT;HDGFL3;PRUNE1;RPL2 |
| 3AP7;FAM153B;BABAM2;L |
| Y86-AS1;CBR3-AS1;RFLN |

| B;PLPP1;CFAP221;STX18 |

| -AS1; TMEM256;AP001528 |

| .3;KTN1-AS1;DLGAP1-AS |

| 4;ZNF37BP;GPER1;MEGY; |
| ATP5F1C;ERBIN;COL26A1 |
| :SMIM10L2B; TRMT9B;RDH |
| 13;MAN1B1-DT;PNMASC:A |
| P004608.1;CFAP46;REXO |

| 5:GVQW3;AMZ2P1:MEGS;C |
| 2CD5;CATSPER2P1;ZNF87 |
| 6P; TTN-AS1; TRAPPC13:P |

| HETAL;FRMD6-AS1;FERIL |
| 5;UQCC1;STXBP5-AS1 |



|  |;GMDS-DT;TMEM266;ANKR | |
| | D19P;DOP1A:GUCY1A1;UB | |
| | XN8;AZIN2;PMS2P4;FAM4 | |
| | 7E;TPT1-AS1;ZNF710-AS | |

| | 1,DMAC1;ADGRA1-ASL;PY | |
| | CR3;DUS2;TKFC;ZNF271P | |
| | ;EEF1AKMT2;PPP4R3A;AB | |
| | CA11P;ATP5PB;OLMALINC | |
| | ;BEX5;ATP2B1-AS1;DMAC | |
| | 2L;MRPS30-DT;TMEM120A | |
| |;ZNF213-AS1;ATP5F1A;B | |

| | EX3;SDHAF4;CAVINL;RRP | |
| | 7BP;INHBA-AS1;CIPC;WA | |

| | PL;GSAP;P3H2;ALG1LOP; | |

| | DCTN1-AS1;THAP9-AS1; | |

| | ZUMO4,LIFR-ASZ;INTS13 | |

| | ;NADK2;ATP5MC1;RPLPOP | |
| | 2,REX1BD;TWNK;NOP14-A | |
| | S1;EXOC3-AS1;SPART;MI | |

| | R7-3HG;PPP4R3B;AP0033 | |
|

|

I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
| | 93.1;FAM181B;C170rf10 | |
I

I
I
I
I
I
I
|
|
|
I
I
I
I
I
I
I
I
I
I
I
I
I
+
I
I
+
|
I
I
I
+

| 2;FFAR4 | |
+ + + + +
Test_only | 205 | 210 |LOC100653515;C50rf45; | N/A
| | | LENG9;OPLAH;MROH7 | |
+ + + + +
Overlap |10 |10 | | CCT6B; TPCN2;DTX3L;SLC |
| | | 22A18;SASH1;AEBP1;SCF |
| | | D2; TUBGCP5;HAGH;ARMCX |
I | | | 4 I
+ + + + +

(end of file)



