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Diffusion ROC from fGSonly_tTestOnly STRING10 _combined.png
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Diffusion ROC from fOverlap_tOnlies STRING10 _combined.png
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+ + + + + + + +
| Diff FROM | Diff TO | AUC | Zt wdegre| Zt |Zf wdegre| Zf |

I I I e | | e | I

[ St g =—4=== + = = + —=—=4=
| GS_only |Test only|0.529|0.514 |0.764 |1.085 |[1.315 |

+ + + + + + + +

| Test_only | GS_only |0.584|0.346 |1.120 |-0.381 |0.216 |

+ + + + + + + +

| GS_only |Overlap |0.998 | 5.4082494 | 1.7325958 | 1.5798758 | 2.043997 |
| | | 38962113 | 180215197 | 278163454 | 99973099 |
| | | (invalid) | (invalid) | (invalid) | 6 (inval |

I

I I | | | lid) |

+ + + + + + + +

| GS_only |Test |[0.538]|0.545 ]0.8664379]|1.322 |1.044 |
| | | | | 142262096 | | |

I I | | (invalid) | I |

+ + + + + + + +

| Test_only | Overlap | 0.746 | -1.121859 | 0.8768211 | -1.323338 | -1.03011 |
| | | | 097059675 | 709760397 | 798104357 | 83614045 |
| | | |1 | (invalid) | (invalid) | 424 (inv |

| | | | (invalid) | | | alid) |

+ + + + + + + +

| Test_only | GS |0.591]0.439 |1.651 |-0.474 |-0.08620 |

| | | | | | | 91664549 |

I I | I I | 5272 (in |

| I I | | | valid) |

+ + + + + + + +

| Overlap | Onlies |[0.613|3.415 |3.509 |120.10252|2.289 |
| | | | | | 77229623 | |

I I | | | (invalid) | |

+ + + + + + + +

+ + + + + +

| ** | #Mapped | #Total | Not mapped genes | |

[} et pp——p—— —j— += = + = = = =4=== +
| GS |24 |24 | | N/A |

+ + + + + +

| Test only |52 |53 |IQCF6 | N/A |

+ + + + + +

| Overlap |1 [1 ] | APOE |

+ + + + + +

(end of file)



