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+ + + + + + + +

| Diff FROM | Diff TO | AUC | Zt wdegree | Zt |Zf wdegree| Zf |

+=======—====+4== =+4=== + = = =+ = =+ =4=======+
| GS_only |Test_only|0.574|2.003 |2.269 |1.627 |2.132|

+ + + + + + + +

| Test_only | GS_only |0.550|1.314 |1.070 |1.542 |1.632|

+ + + + + + + +

| GS_only |Overlap |0.583|0.161 |0.688 |0.360 |0.528 |

+ + + + + + + +

| GS_only |Test |[0.575]2.052 |2.000 ]1.939 |2.080]

+ + + + + + + +

| Test_only | Overlap | 0.806|2.942 |2.79915719|2.761 |2.869 |
I I I | 8074024 | |

I I | | (invalid) | (.

+ + + + + + + +

| Test_only | GS |0.5762.136 |1.964 |2.786 |2.661 |

+ + + + + + + +

| Overlap | Onlies [0.520]0.903 ]0.797 |1.60520105 | 1.351 |

I I I I | 830877 | |

I I | I | (invalid) | |

+ + + + + + + +

+ + + + + +

| ** | #Mapped |#Total| Not mapped genes | |
+o==oooooooo4ss += = + = = = ==+== = = +
| GS |62 |65 | KRTAP10.9;PRR3;KMT2C | N/A |

+ + + + + +

| Test_only |53 |56 | WDR52;GRXCR2;C190rf45 | N/A

+ + + + + +

| Overlap |7 |7 | | OR51B4;HS3ST6;DDX51;K |

| | | | | IF25;CYP2W1;ATP10D;SL |

I I | | AMF1 I

+ + + + + +

(end of file)



