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+-----------+-----------+-------+------------+-------+------------+------------+
| Diff_FROM |  Diff_TO  |  AUC  | Zt_wdegree |  Zt   | Zf_wdegree |     Zf     |
+===========+===========+=======+============+=======+============+============+
| GS_only   | Test_only | 0.565 | 1.765      | 2.660 | 2.42977106 | 2.175      |
|           |           |       |            |       | 31944995   |            |
|           |           |       |            |       | (invalid)  |            |
+-----------+-----------+-------+------------+-------+------------+------------+
| Test_only | GS_only   | 0.655 | 0.405      | 3.027 | 0.44987222 | 0.47123361 |
|           |           |       |            |       | 283016426  | 964105664  |
|           |           |       |            |       | (invalid)  | (invalid)  |
+-----------+-----------+-------+------------+-------+------------+------------+
| GS_only   | Overlap   | 1.000 | 2.176      | 2.646 | 2.27385433 | 3.041      |
|           |           |       |            |       | 10749293   |            |
|           |           |       |            |       | (invalid)  |            |
+-----------+-----------+-------+------------+-------+------------+------------+
| GS_only   | Test      | 0.574 | 2.333      | 2.931 | 3.099      | 2.421      |
+-----------+-----------+-------+------------+-------+------------+------------+
| Test_only | Overlap   | 0.946 | 2.818      | 2.124 | 2.107      | 2.188      |
+-----------+-----------+-------+------------+-------+------------+------------+
| Test_only | GS        | 0.675 | 1.085      | 3.396 | 0.50140435 | 1.05541831 |
|           |           |       |            |       | 99892785   | 65216486   |
|           |           |       |            |       | (invalid)  | (invalid)  |
+-----------+-----------+-------+------------+-------+------------+------------+
| Overlap   | Onlies    | 0.634 | 4.091      | 5.493 | 2.864      | 3.227      |
+-----------+-----------+-------+------------+-------+------------+------------+

+-----------+---------+--------+--------------------------+--------------------+
|    **     | #Mapped | #Total |     Not mapped genes     |                    |
+===========+=========+========+==========================+====================+
| GS        | 27      | 36     | OASL/HNF1A;CENTD2;RBMS1/ | N/A                |
|           |         |        | ITGB6;gene;CDC123/CAMK1D |                    |
|           |         |        | ;CDKN2A/B;TSPAN8/LGR5;DG |                    |
|           |         |        | KB/TMEM195;KCNJ11/ABCC8  |                    |
+-----------+---------+--------+--------------------------+--------------------+
| Test_only | 96      | 98     | C3orf27;CXorf22;gene     | N/A                |
+-----------+---------+--------+--------------------------+--------------------+
| Overlap   | 2       | 3      | gene                     | HNF1B;SLC30A8;gene |
+-----------+---------+--------+--------------------------+--------------------+
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