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+-----------+-----------+-------+------------+--------+------------+-----------+
| Diff_FROM |  Diff_TO  |  AUC  | Zt_wdegree |   Zt   | Zf_wdegree |    Zf     |
+===========+===========+=======+============+========+============+===========+
| GS_only   | Test_only | 0.418 | -2.5936617 | -0.797 | -1.793     | -1.850    |
|           |           |       | 563845648  |        |            |           |
|           |           |       | (invalid)  |        |            |           |
+-----------+-----------+-------+------------+--------+------------+-----------+
| Test_only | GS_only   | 0.586 | -1.179     | 2.373  | -1.494     | -1.202    |
+-----------+-----------+-------+------------+--------+------------+-----------+
| GS_only   | Overlap   | 1.000 | 3.85041282 | 2.339  | 2.531      | 3.015     |
|           |           |       | 4036468    |        |            |           |
|           |           |       | (invalid)  |        |            |           |
+-----------+-----------+-------+------------+--------+------------+-----------+
| GS_only   | Test      | 0.507 | -1.656     | 0.110  | -0.935     | -0.642    |
+-----------+-----------+-------+------------+--------+------------+-----------+
| Test_only | Overlap   | 0.428 | -1.5744352 | -0.342 | -1.5626055 | -1.445928 |
|           |           |       | 300202449  |        | 263973475  | 672445088 |
|           |           |       | (invalid)  |        | (invalid)  | 8         |
|           |           |       |            |        |            | (invalid) |
+-----------+-----------+-------+------------+--------+------------+-----------+
| Test_only | GS        | 0.582 | -1.754     | 2.246  | -2.207     | -1.685    |
+-----------+-----------+-------+------------+--------+------------+-----------+
| Overlap   | Onlies    | 0.754 | 6.704      | 9.102  | 5.823      | 4.367     |
+-----------+-----------+-------+------------+--------+------------+-----------+

+-----------+---------+--------+-----------------------------------+-----------+
|    **     | #Mapped | #Total |         Not mapped genes          |           |
+===========+=========+========+===================================+===========+
| GS        | 65      | 78     | COL4A1/A2;ACO74093.1;POM121L9P;9p | N/A       |
|           |         |        | 21;AK097927;CDKN2AB;YTHDF3;LOC552 |           |
|           |         |        | 889;ABO;ODZ3;RP1-15D23.2          |           |
+-----------+---------+--------+-----------------------------------+-----------+
| Test_only | 11      | 11     |                                   | N/A       |
+-----------+---------+--------+-----------------------------------+-----------+
| Overlap   | 2       | 2      |                                   | MIA3;LDLR |
+-----------+---------+--------+-----------------------------------+-----------+
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