
Diffusion ROC from fGSonly_tOverlap STRING10_combined.png



Diffusion ROC from fTestOnly_tGS STRING10_combined.png



Diffusion ROC from fGSonly_tTestOnly STRING10_combined.png



Diffusion ROC from fTestOnly_tGSonly STRING10_combined.png



Diffusion ROC from fTestOnly_tOverlap STRING10_combined.png



Diffusion ROC from fOverlap_tOnlies STRING10_combined.png



Diffusion ROC from fGSonly_tTest STRING10_combined.png



+-----------+-----------+-------+------------+-------+------------+------------+
| Diff_FROM |  Diff_TO  |  AUC  | Zt_wdegree |  Zt   | Zf_wdegree |     Zf     |
+===========+===========+=======+============+=======+============+============+
| GS_only   | Test_only | 0.653 | 2.072      | 4.720 | 1.151      | 2.41180121 |
|           |           |       |            |       |            | 1028482    |
|           |           |       |            |       |            | (invalid)  |
+-----------+-----------+-------+------------+-------+------------+------------+
| Test_only | GS_only   | 0.676 | 0.908      | 3.841 | 1.018      | 1.038      |
+-----------+-----------+-------+------------+-------+------------+------------+
| GS_only   | Overlap   | 0.985 | 1.77088931 | 2.488 | 2.17412287 | 1.74332097 |
|           |           |       | 18599138   |       | 38867555   | 16690283   |
|           |           |       | (invalid)  |       | (invalid)  | (invalid)  |
+-----------+-----------+-------+------------+-------+------------+------------+
| GS_only   | Test      | 0.662 | 2.47155513 | 4.976 | 1.33250912 | 2.170      |
|           |           |       | 2864684    |       | 3489576    |            |
|           |           |       | (invalid)  |       | (invalid)  |            |
+-----------+-----------+-------+------------+-------+------------+------------+
| Test_only | Overlap   | 0.916 | 1.56810041 | 1.983 | 0.88327374 | 1.20412771 |
|           |           |       | 15263988   |       | 29877091   | 30783656   |
|           |           |       | (invalid)  |       | (invalid)  | (invalid)  |
+-----------+-----------+-------+------------+-------+------------+------------+
| Test_only | GS        | 0.686 | 1.456      | 5.236 | 0.954      | 1.098      |
+-----------+-----------+-------+------------+-------+------------+------------+
| Overlap   | Onlies    | 0.657 | 1.739      | 6.293 | -3.0751137 | 1.041      |
|           |           |       |            |       | 79098275   |            |
|           |           |       |            |       | (invalid)  |            |
+-----------+-----------+-------+------------+-------+------------+------------+

+-----------+---------+--------+----------------------------+------------+
|    **     | #Mapped | #Total |      Not mapped genes      |            |
+===========+=========+========+============================+============+
| GS        | 44      | 45     | KMT2D                      | N/A        |
+-----------+---------+--------+----------------------------+------------+
| Test_only | 68      | 72     | PCDHGA6CFAP44;MK167;GPRIN2 | N/A        |
+-----------+---------+--------+----------------------------+------------+
| Overlap   | 2       | 2      |                            | TP53;KEAP1 |
+-----------+---------+--------+----------------------------+------------+
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